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*

 BAD AVG GOOD

*

gi|2132225   :  83

gi|7304901   :  82

gi|6978535   :  83

gi|5097870   :  83

gi|9168085   :  79

gi|1337789   :  74

gi|3256363   :  57

cons         :  77

gi|2132225       1 ELGERQLVHVVKWAKALPGFRNLHVDDQMAVIQYSWMGLMVFAMGWRS   48 

gi|7304901       1 ELGERQLVHVVKWAKALPGFRNLHVDDQMAVIQYSWMGLMVFAMGWRS   48 

gi|6978535       1 ELGERQLVHVVKWAKALPGFRNLHVDDQMAVIQYSWMGLMVFAMGWRS   48 

gi|5097870       1 ELGERQLVHVVKWAKALPGFRNLHVDDQMAVIQYSWMGLMVFAMGWRS   48 

gi|9168085       1 ELGERQLVYVVKWAKALPGFRNLHVDDQMSIIQYSWMGLMIFAMGWRS   48 

gi|1337789       1 ELGERQLVKVVKWAKGLPGFRNLHVDDQMTVIQHTWMGVMVFALGWRS   48 

gi|3256363       1 KSIHQQLVLFIEWAKSLPQFSFLAQADQAALLKGGAASIIVLGVAYRS   48 

cons             1 :  .:*** .::***.** *  *   ** ::::    .::::.:.:**   48 

gi|2132225      49 FTNVNSRMLYFAPDLVFNEYRMHKSRMYS-QCVRMRHLSQ---EFGWL   92 

gi|7304901      49 FTNVNSRMLYFAPDLVFNEYRMHKSRMYS-QCVRMRHLSQ---EFGWL   92 

gi|6978535      49 FTNVNSRMLYFAPDLVFNEYRMHKSRMYS-QCVRMRHLSQ---EFGWL   92 

gi|5097870      49 FTNVNSRMLYFAPDLVFNEYRMHKSRMYS-QCVRMRHLSQ---EFGWL   92 

gi|9168085      49 FTNVNSRMLYFAPDLVFNEYRMHKSRMYS-QCVRMRQLSQ---EFGWL   92 

gi|1337789      49 YKNANARMLYFAPDLVFNDRRMHVSSMYE-HCVQMKHLSQ---EFVLL   92 

gi|3256363      49 ICLTVENTICLANDTLLP--KEHATQVGDINCVVGRIIDEIVNPMRRL   94 

cons            49    .  . : :* * ::   : * : : . :**  : :.:    :  *   96 

gi|2132225      93 QITPQEFLCMKALLLFSIIPVDGLKNQKFFDELRMNYIKELDRII---  137 

gi|7304901      93 QITPQEFLCMKALLLFSIIPVDGLKNQKFFDELRMNYIKELDRII---  137 

gi|6978535      93 QITPQEFLCMKALLLFSIIPVDGLKNQKFFDELRMNYIKELDRII---  137 

gi|5097870      93 QITPQEFLCMKALLLFSIIPVDGLKNQKFFDELRMNYIKELDRII---  137 

gi|9168085      93 QITPQEFLCMKALLFFSIIPVDGLKNQKLFDELRMNYIKELDRII---  137 

gi|1337789      93 QVTQEEFLCMKALLLFSVIPVEGLKSQKYFDELRLTYINELDRLI---  137 

gi|3256363      95 NMDLIEYVALKAILFFNPV-VREINDQSPVENARYAFLRSLQRRCTDK  141 

cons            97 ::   *::.:**:*:*. : *  ::.*. .:: *  ::..*:*       144 

gi|2132225     138 ACKRKNPTSCSRRFYQLTKLLDSVQPIA  165 

gi|7304901     138 ACKRKNPTSCSRRFYQLTKLLDSVQPIA  165 

gi|6978535     138 ACKRKNPTSCSRRFYQLTKLLDSVQPIA  165 

gi|5097870     138 ACKRKNPTSCSRRFYQLTKLLDSVQPIA  165 

gi|9168085     138 ACKRKNPTSCSRRFYQLTKVLDSVHPIA  165 

gi|1337789     138 NYGRK--TNCAMRFQQLTRLMDSLQPVV  163 

gi|3256363     142 ALENMEDESMDCRSGKLLLLLPSLQAIA  169 

cons           145    .    .   *  :*  :: *::.:.  172 




